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ratio = 8.7.

The crystal structure of the title compound, C27H45N3, has

been determined as part of our investigation into the

hydrophobic modification of aminoglycoside antibiotics. The

isopropyl group showed disorder for the tertiary carbon

(equal occupancies), with high thermal motion for the

peripheral atoms of the isopropyl and azide groups also

apparent in the structure. The axial disposition of the azide

group is consistent with the clean inversion of stereochemistry

at C-3 under Mitsunobu conditions.

Related literature

For related literature, see: Freiberg (1965); Loibner & Zbiral

(1976); Quader et al. (2006, 2007); Stoffel & Klotzbuecher

(1978); Viaud & Rollin (1990); Wilkinson et al. (2007).

Experimental

Crystal data

C27H45N3

Mr = 411.66
Monoclinic, P21
a = 13.3763 (3) Å
b = 6.2288 (1) Å
c = 15.0495 (4) Å
� = 94.205 (2)�

V = 1250.52 (5) Å3

Z = 2
Mo K� radiation
� = 0.06 mm�1

T = 223 K
0.44 � 0.39 � 0.28 mm

Data collection

Oxford-Diffraction Gemini S Ultra
diffractometer

Absorption correction: none
10298 measured reflections

2428 independent reflections
1883 reflections with I > 2�(I)
Rint = 0.027

Refinement

R[F 2 > 2�(F 2)] = 0.044
wR(F 2) = 0.125
S = 0.98
2428 reflections
280 parameters

1 restraint
H-atom parameters constrained
��max = 0.20 e Å�3

��min = �0.20 e Å�3

Data collection: CrysAlis CCD (Oxford Diffraction, 2007); cell

refinement: CrysAlis RED (Oxford Diffraction, 2007); data reduc-

tion: CrysAlis RED; program(s) used to solve structure: SIR97

(Altomare et al., 1999); program(s) used to refine structure:

SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for

Windows (Farrugia, 1997); software used to prepare material for

publication: PLATON (Spek, 2003).
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Supplementary data and figures for this paper are available from the
IUCr electronic archives (Reference: TK2292).
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